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Fig. S1
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Figure S1 Amino acid sequence analysis of the OccD proteins. Sequence homology analysis generated
by Clustal Omega (Version 1.0.3, The European Bioinformatics Institute,UK), where conserved sites are
marked with *', "', or "." in the alignment . A colon (%) indicates conservation between groups of strongly
similar properties (scoring > 0.5 in the Gonnet PAM 250 matrix). A period (.) indicates conservation
between groups of weakly similar properties (scoring =< 0.5 in the Gonnet PAM 250 matrix). The B-
barrel regions are highlighted in yellow by comparing sequences to the PBD generated from the crystal
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structures of OccD1, OccD2, and OccD3. Amino acid residues that are part of the basic ladder are
highlighted in red. Amino acid residues that are part of the basic ladder are highlighted in red.
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Fig. S2

Figure S2 A two-channel insertion of the OccD3 channel into a planar lipid bilayer. The applied

transmembrane potential was of +80 mV. The single-channel electrical trace was low-pass Bessel filtered

at a frequency of 2 kHz.
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